MDAnderson Tutorial: Interactive Next-Generation Clustered Heat Maps
Ganeer Center

This slide deck introduces many, but by no means all, features of Next-Generation clustered Heat
Maps (NG-CHMs). For concreteness, it’s based on:

e A TCGAmRNA expression (rows) vs. samples (columns) NG-CHM for breast cancer (as part of our
TCGA NG-CHM Compendium: http://bioinformatics.mdanderson.org/TCGA/NGCHMPortal/

e The specific

MaP:http://biocinformatics.mdanderson.org/chm/chm.html?name=tcga rnaseq brca v1.0 gene sample&collectionHome=http%3A%2F%2Fbioi
nformatics.mdanderson.org%2FTCGA%2FNGCHMPortal%3Fview%3D0%26p0Diseaselnput%3Dbrca  (too long, sorry)

e |f you have a large monitor or two monitors, you might want to open the breast cancer map in a
separate window to explore while you’re going through the tutorial.

e Eachindex entry on slide 2 link to the corresponding slide — which links back to slide 2.

* Note: not all features are pertinent to any given map in the compendium (e.g., a gene-name link-
out to GeneCards wouldn’t be pertinent to for a copy number variation map.

e A more complete, detailed tutorial plus other videos can be found at
http://bioinformatics.mdanderson.org/main/Navigating Clustered Heatmaps
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Publication Guidelines

Last Updated: September 30, 2014

TCGA is a community resource project and data are made available rapidly after generation for community research
use. To act in accord with the Fort Lauderdale principles and support the continued prompt public release of
large-scale genomic data prior to publication, researchers who plan to prepare reports (publications or presentations)
containing descriptions of TCGA data that would be of comparable scope to an initial TCGA comprehensive, global
analysis publication, and journal editors or conference organizers who receive such reports, are encouraged to
coordinate their independent reports with TCGA's publication schedule. Specifically, comparable scope is defined as
global genome-wide analysis of TCGA data from more than one platform OR analysis of data from a single platform
across more than one tumor type under moratorium. Publications or presentations involving such analyses are
restricted prior to the TCGA publication moratorium release date as described further below.
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