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808 Registered iLab Members 
260 Principal Investigators/Lab groups  
10 ICs (NIAID, NHLBI, NIDDK, NEI, 
NIAMS, NIMH, NINDS, NIAAA, NIA, 
NICHD)
54, 468 Samples processed/year across all 
platforms

CORE STATISTICS



Platforms:
Others:
Sanger Sequencing (1997)
Nanostring (2009)

NGS:
MiSeq (2012)
NextSeq500 (2015)

NGS-related:
Tape Station (2012)
BioRad ddPCR QX200 (2014)
Agilent Bravo (2014)
SAGE Sci Pippin HT (2015)
Fluidigm C1 (2014)
Keyence BZX700 (2016)
Illumina NeoPrep (2016)



Next-Generation	Sequencing	– 2	platforms

MiSeq

25	M	max	
paired	reads	

Up	to	
2x300	bp

NextSeq

400	M	max	
paired	reads

Up	to	
2x150	bp

Applications:
• RNASeq, 

including single 
cell RNAseq

• targeted custom 
cancer panels

• whole bacterial 
genome 

• Phage 
sequencing

• amplicon 
sequencing

• T-cell and B-cell 
receptor 
sequencing

• viral profiling 
multiple sample 
types

• Cost	recovery	service
• OSTR	Subsidy	available	(50%)





HiSeq X
6B

1.6-10 B

1.5-4 B



BioRad QX200	Droplet	Digital	PCR	System

Automated	Droplet	Generator QX200	Droplet	Reader

• Provides	absolute	quantification	
of	target	molecules	without	the	
use	of	standard	curves

• PCR	becomes	“digital”	through	
sample	partitioning	and	the	
subsequent	statistical	analysis	of	
target	detection	across	the	
partitions

• Advanced	microfluidics	
technology	to	generate	20,000	
nanoliter-sized	droplets	per	
sample



• Chemistries:
– EvaGreen
– Probe

• Common	applications:
– Expression
– Mutation
– Copy	number	variation	

BioRad QX200	Droplet	Digital	PCR	System

• Cost	recovery	
service	($5/sample)



Illumina	NeoPrep™	
Automated	Library	Preparation		System

PippinHT
High	Throughput	Sizing for	
Next-Gen	Sequencing



Agilent	2200	TapeStation

• QC	platform	for	
quality/quantity	
assessment	of	RNA	and	
DNA	as	well	as		NGS	
library	preparations

• Obtain	size	distribution	
and	concentration	
estimates

• Cost	recovery	service	($3-4.00/sample)



Fluidigm C₁	Single-Cell	Auto	Prep	System

Enrich
Load 

& 
Capture

Wash,
Stain & 
Image

Lyse, RT 
& 

Amplify

Fluidigm C1 Single-Cell Auto 
Prep System

Prepare 
Library Sequence Analyze

RNA-Seq on any 
Illumina System

Transfer Load Amplify 
& Detect

Gene Expression Profiling: 
BioMark System

Chips	optimized	to	isolate	cells	by	cell	size:
5-10	micron:			stem	cells	and	WBC
10-17	micron:			iPS,	progenitor	cells,	and	others
17-25	micron:			fibroblasts,	keratinocytes,	and	others

• Self-service	following	training
• OSTR	Subsidy	available	(50%)



How	to	obtain	our	services:
iLab website: https://nci.corefacilities.org/account/login





How	to	obtain	an	Office	of	Science	and	Technology	
Resources	(OSTR)	subsidy:

https://ostr.cancer.gov/STARS

The total amount of subsidy available to each principal investigator for 
each fiscal year is capped at $10,000.



Liz Conner
Liz_conner@nih.gov

Val Bliskovsky
BliskovV@mail.nih.gov

Steve Shema 
shemaste@mail.nih.gov

Qin Wei
weiqin@mail.nih.gov

Group Core e-mail: 
ncilecdnacore@mail.nih.gov

or,  stop by Bldg. 37/Rm 2135



Please	remember	to…..

• Acknowledge	the		CCR	Genomics	Core	in	all	
publications	that	include	data	derived	from	
the	facility

• Provide	us	with	a	PDF	of	any	publications	in	
which	the	CCR	Genomics	Core is	
acknowledged






