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Remaining taxa (545)

Negativicutes; Veillonella_rogosae

Actinomycetes; Corynebacterium_kefirresidentii

Alphaproteobacteria; Bradyrhizobium_sp

Betaproteobacteria; Delftia_acidovorans

Betaproteobacteria; Lautropia_mirabilis

Gammaproteobacteria; Haemophilus_parainfluenzae

Negativicutes; Veillonella_sp

Bacilli; Streptococcus_mitis

Gammaproteobacteria; Moraxellaceae_sp

Actinomycetes; Actinomycetes_sp

k__Bacteria_id2; Bacteria_sp

Betaproteobacteria; Neisseriaceae_sp

Gammaproteobacteria; Enterobacteriaceae_sp

Actinomycetes; Cutibacterium_acnes

Actinomycetes; Rothia_mucilaginosa

Gammaproteobacteria; Moraxella_nonliquefaciens

Betaproteobacteria; Delftia_sp

p__Mycoplasmatota_id2104; Mycoplasmoides_pneumoniae

Betaproteobacteria; Neisseria_sp

Gammaproteobacteria; Moraxella_sp

Flavobacteriia; Chryseobacterium_gallinarum

Gammaproteobacteria; Pasteurellaceae_sp

Bacilli; Dolosigranulum_sp

Gammaproteobacteria; Haemophilus_influenzae

Bacilli; Dolosigranulum_pigrum

Gammaproteobacteria; Moraxella_catarrhalis

Gammaproteobacteria; Haemophilus_sp

Bacilli; Streptococcus_pneumoniae

Actinomycetes; Corynebacterium_sp

Bacilli; Streptococcus_sp

Actinomycetes; Corynebacterium_propinquum

Unclassified; Unclassified_sp

Malasseziomycetes; Malassezia_restricta

Actinomycetes; Corynebacterium_pseudodiphtheriticum

Monjiviricetes; Orthopneumovirus_hominis

% Read
Abundance

0.1

1.0

10.0


