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p__Genetic Information Processing_PWY30; Ribosome biogenesis in eukaryotes

p__Cellular Processes_PWY5; Flagellar assembly

p__Organismal Systems_PWY84; Insulin signaling pathway

p__Metabolism_PWY66; Other glycan degradation

p__Environmental Information Processing_PWY13; Phosphotransferase system (PTS)

p__Metabolism_PWY72; Secondary bile acid biosynthesis

p__Human Diseases_PWY38; Legionellosis

p__Metabolism_PWY53; Starch and sucrose metabolism

p__Genetic Information Processing_PWY22; DNA replication

p__Cellular Processes_PWY2; Cell cycle − Caulobacter

p__Genetic Information Processing_PWY28; Aminoacyl−tRNA biosynthesis

p__Metabolism_PWY61; Microbial metabolism in diverse environments

p__Metabolism_PWY50; Valine, leucine and isoleucine biosynthesis

p__Organismal Systems_PWY86; Plant−pathogen interaction

p__Genetic Information Processing_PWY24; Mismatch repair

p__Metabolism_PWY60; Metabolic pathways

p__Genetic Information Processing_PWY21; Base excision repair

p__Genetic Information Processing_PWY19; RNA degradation

p__Genetic Information Processing_PWY17; Protein export

p__Cellular Processes_PWY9; Quorum sensing

p__Genetic Information Processing_PWY23; Homologous recombination

p__Genetic Information Processing_PWY26; Nucleotide excision repair

p__Metabolism_PWY58; Biosynthesis of secondary metabolites

p__Environmental Information Processing_PWY11; ABC transporters

p__Metabolism_PWY68; Teichoic acid biosynthesis

p__Metabolism_PWY76; Selenocompound metabolism

p__Organismal Systems_PWY81; Longevity regulating pathway − multiple species

p__Environmental Information Processing_PWY15; Two−component system

p__Genetic Information Processing_PWY20; Sulfur relay system

p__Cellular Processes_PWY6; Biofilm formation − Escherichia coli

p__Human Diseases_PWY34; Cationic antimicrobial peptide (CAMP) resistance

p__Metabolism_PWY71; Glycerophospholipid metabolism

p__Genetic Information Processing_PWY29; Ribosome

p__Human Diseases_PWY36; Bacterial invasion of epithelial cells

p__Genetic Information Processing_PWY27; RNA polymerase
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